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SEQUENCE LISTING 



<120> 



■33 
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<160> 79 



<170> Patentin Ver. 2.1 



<210> 1 

<211> 375 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (1) . . (375) 



cJq^qtg aaa ctg etc gag tct ggg gga ggc gtg gtc cag act ggg agg 
Gin Val Lys Leu Leu Glu Ser Gly Gly Gly Val Val Gin Pro Gly Arg 



1 5 



10 15 



tec ctg aga etc tec tgt ata geg tct gga ttc acc etc agg aat tat 
Ser Leu Arg Leu Ser Cys He Ala Ser Gly Phe Thr Leu Arg Asn Tyr 
20 25 30 

gee atg cac tgg gtc cgc eag get cca gge aag ggg ctg gag tgg gtg 
Ala Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 



35 



40 45 



gca ggt ata tgg ttt gat gga agt aae aaa aac tat gca gae tec gtg 
Ala Gly He Trp Phe Asp Gly Ser Asn Lys Asn Tyr Ala Asp Ser Val 
50 55 60 

aaq qqe cqa ttc acc ate tec aga gac aat tee aag aac acg ctg tat 
Lys Gly Arg Phe Thr He Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 



48 



96 



144 



192 



240 



etg caa 



ctg aae 



age ctg aga gae gag gae aeg get gtg tat tat tgt 



288 



^„ 0.„ .eu »s„ se. - - ^ 

IS s s III I" s i!v 'I - s '.s r;. s 

100 

^rtrr ?.rc acQ qtc acc gtc tec cca 
gac gtc tgg ggc aaa ggg acc acg g 

ASP val Trp Gly Lys Gly Thr Tnr ^^5 
115 ^^"^ 



336 



375 



<210> 2 
<211> 125 
<212> PRT 

<213> Homo sapiens 



r .V. - 1^ "° °- 

si cy= ne «a s« oly Phe Thr Ar. 



Ser Leu Arg 



20 



X.P va. 0.„ ... »c .IV - - - 

o.. T.P Phe ..P se. .s„ ... .sn r,. .^P Se. V,. 

Z - - % 

65 

,^or. nu AsD Thr Ala val Tyr Tyr Cys 
Leu Gin Leu Asn Ser Leu Arg Asp Glu Asp 

85 



Ala Arg 



ox. «. =ly ne s« «3 P- Ty. TV. TV. Met 

100 

Thr Thr Val Thr Val Ser Pro 
ASP val Trp Gly Lys Gly Thr Thr va 



115 



<210> 3 

<211> 318 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) (318) 

irS! IS S p" S £ S S S!v IS S - 

1 ^ 

s -r. s SI s sK s s sf, '.s 



20 25 

i-i r.- ig s s "1 III fu i?v 

III S S I" S If. P| as IS liy 

s s Ill s s s s s s «o is 

65 70 
ttt gca act tac tac tgt caa gag agt tac agt aat cct eta ate aee 
Phe Ala Thr Tyr Tyr Cys Gin Glu Ser Tyr Ser Asn Pr 
85 

tte ggc caa ggg aea cga ctg gag act aaa 
Phe Gly Gin Gly Thr Arg Leu Glu Thr Lys 



144 



192 



240 



288 



318 



<210> 4 
<211> 106 
<212> PRT 

<213> Homo sapiens 



Thr Gin ser Pro Ser Ser Leu Ser Ala Ser Val Gly Asp Arg 

1 ^ 

val Thr lie Thr Cys Arg Ala Ser Gin Ser He Arg Ser His Leu Asn 

20 2^ 
Trp Tyr Gin Gin Lys Pro Gly Lys Ala Pro Lys Leu Leu He Tyr Gly 

3 5 

;,la ser Thr Leu Gin Ser Gly Val Pro Ser Arg Phe Ser Gly Ser Gly 

50 

ser Gly Ala Val Phe Thr Leu Thr He Ala Ser Leu Gin Pro Glu Asp 
65 70 75 

n.rc. rin rill Ser Tvr Ser Asn Pro Leu He Thr 
Phe Ala Thr Tyr Tyr Cys Gin Glu ser lyr d 



85 90 

Phe Gly Gin Gly Thr Arg Leu Glu Thr Lys 
100 



<210> 5 

<211> 375 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (1) (375) 



<400> 5 

caq gtg aaa ctg etc gag tct ggg gga ggc gtg gtc cag ccg ggg ggg 48 
Gin Val Lys Leu Leu Glu Ser Gly Gly Gly Val Val Gin Pro Gly Gly 
15 10 15 



tec ctg aga etc tec tgt gaa geg tct gga ttc gcc etc aga agt tct 
Ser Leu Arg Leu Ser Cys Glu Ala Ser Gly Phe Ala Leu Arg Ser Ser 
20 25 30 

ggc atg cac tgg gtc cgc cag get cet ggc aag ggg ctg gag tgg gtg 
Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

gea ett ata tgg ttt gat gga agt ate aga teg tat gea gaa tec gtg 
Ala Leu He Trp Phe Asp Gly Ser He Arg Ser Tyr Ala Glu Ser Val 
50 55 60 

aag ggc cga ttc ace ate tec aga gae act tec aag aac ace eta tat 
Lys Gly Arg Phe Thr He Ser Arg Asp Thr Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

etc caa atg cgc agt ctg agt gcc gae gac aeg get gtg tat tac tgt 
Leu Gin Met Arg Ser Leu Ser Ala Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

geg aga gac aag geg gtt egg gga att age agg tac aac tat tac atg 
Ala Arg Asp Lys Ala Val Arg Gly He Ser Arg Tyr Asn Tyr Tyr Met 
100 105 110 

gac gtc tgg ggc aaa ggg ace aeg gtc acc gtc tec tea 
Asp Val Trp Gly Lys Gly Thr Thr Val Thr Val Ser Ser 
115 120 125 



<210> 6 
<211> 125 
<212> PRT 

<213> Homo sapiens 

Gln^Val Lys Leu Leu Glu Ser Gly Gly Gly Val Val Gin Pro Gly Gly 
15 10 15 

Ser Leu Arg Leu Ser Cys Glu Ala Ser Gly Phe Ala Leu Arg Ser Ser 
20 25 30 

Glv Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Ala Leu He Trp Phe Asp Gly Ser He Arg Ser Tyr Ala Glu Ser Val 
50 55 60 

Lys Gly Arg Phe Thr He Ser Arg Asp Thr Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

Leu Gin Met Arg Ser Leu Ser Ala Asp Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Asp Lys Ala Val Arg Gly He Ser Arg Tyr Asn Tyr Tyr Met 



96 



144 



192 



240 



288 



336 



375 



100 



105 



110 



ASP Val Trp Gly Lys Gly Thr Thr Val Thr Val Ser Ser 
115 120 



<210> 7 
<211> 318 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (1) . . (318) 



^ tec tec ctq tct gca tct gta gga gac aga 

fa! Me? O^n fe^r ITo IZ Tel .1 Ser ila Ser Val Oly Asp 
1 5 10 

gtc acc ate act tgc egg gea agt eag aae att ate ege tat tta aat 
val Thr lie Thr Cys Arg Ala Ser Gin Asn He He Arg Tyr u 
20 25 

cea ggg aaa gee cct agg etc ctg ate tat ggt 
Pro l?y Lys Ala Pro Arg Leu Leu He Tyr Gly 
40 

aqt qgg gtc cea tea agg ttc agt ggc agt gga 
sir i!y ?al Pro Ser Arg Phe Ser Gly Ser Gly 
55 ^° 

act etc acc ate agt agt ctg caa cct gaa gat 
?hr Leu Thr He Ser Ser Leu Gin Pro Glu Asp 
70 75 80 

gea act tac tac tgt eaa eag agt tae egt acc cct cea ttc act 

Ala Thr Tyr Tyr Cys Gin Gin Ser Tyr Arg i 
85 



tgg 
Trp 



gcg 
Ala 



tct 
Ser 
65 

ttt 
Phe 



tat cag cag aag 
Tyr Gin Gin Lys 
35 

tec act ttg caa 
Ser Thr Leu Gin 
50 

ggg aea gat ttc 
Gly Thr Asp Phe 



ttc qqc cct ggg acc aaa gtg gag ate aaa 
Phe Gly Pro Gly Thr Lys Val Glu He Lys 
100 105 



48 



96 



144 



192 



240 



288 



318 



<210> 8 
<211> 106 
<212> PRT 

<213> Homo sapiens 

vTnel Thr Gin Ser Pro Ser Ser Leu Ser Ala Ser Val Gly Asp Arg 

1 5 1° 

val Thr lie Thr Cys Arg Ala Ser Gin Asn lie He Arg Tyr Leu Asn 

20 2^ 
Trp Tyr Gin Gin Lys Pro Gly Lys Ala Pro Arg Leu Leu He Tyr Gly 
35 4° 



Ma S« Th. L.U Oln S.r Oly val Pro se. PKe ser =ly ser Gly 
ser Oly A.P Phe Thr I..U Thr n. ser Ser I.U Gin Pro Glu 

Thr Tyr Tyr cy. Gl„ Gin ser Tyr .rg Thr Pro Pro Phe Thr 

85 

Phe Gly Pro Gly Thr Lys Val Glu lie Lys 



100 



<210> 9 

<211> 375 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) • • (375) 



<400> 9 ^ ^ _„ qtq qtc cag ccg ggg ggg ^8 

cag gtg aaa ctg etc gag tct ggg gga ggc gtg g^^ 
Gin Val Lys Leu Leu Glu Ser Gly t^iy ^xy ^5 
1 5 1° 

tec etg aga etc tec tgt gaa gcg tct gga ttc acc etc aga a^^ 
ser Leu Arg Leu Ser Cys Glu Ala Ser oiy i:- 
20 25 

Z fe? Hu Z S S i!5 Ifv ^f. IS ?S 

r.: fe^ iS: i% Z m Sr T.i s s vt. iii 

50 

52 I!y A?g ^.re ?rr ^Se S A?g S S S S J^n ^^r S i^^r 

Te caa atg ege agt ctg agt gee gae gae aeg get gtg tat tae tgt 
Leu Gin Met Arg Ser Leu Ser Ala Asp Asp 
85 

gcg aga gae aag gcg gtt egg gga att age agg tae aac tat tae atg 

Ala Arg Asp Lys Ala Val Arg (^ly ^ 
100 

3ac etc tgg ggc ... 999 gtc acc gtc tec to. 

Asp Val Trp Gly Lys Gly Tnr inr 
115 -^^^ 



240 



288 



336 



<210> 10 
<211> 125 



<212> PRT 

<213> Homo sapiens 



<400> 10 val Val Gin Pro Gly Gly 

Gin val Lys Leu Leu Glu Ser Gly Gly c,iy 

1 5 

s.. .e„ ..u S« cy= Glu Ala s„ 31y Phe Thr Leu ser se. 

31V „et His tZ vel .in .la oly Ly. oly Leu olu val 



35 "« 



M. L.U ne T.P Phe «P Oly se. He Se. Xy. Ala Glu se. Val 
50 



.y. Oly .rg Phe Th. Ue se. Asp Thr Ser Ly= A=» Thr Leu Tyr 

l" =1„ »et «3 ser Z ser Ala Asp Asp Xhr Ala val Tyr Tyr Cys 

8 5 

ri.r Tif^ ser Arq Tyr Asn Tyr Tyr Met 
Ala Arg Asp Lys Ala Val Arg Gly lie Ser Arg y 

100 

T o Thr Thr Val Thr Val Ser Ser 

Asp val Trp Gly Lys Gly Thr inr 

115 

<210> 11 

<211> 315 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (315) 

<400> 11 . ^ tct gca tct ata gga gac aga 48 

mS Sr X Ifr P" sfr III S ser La Ser lie Oly Asp Ar, 

1 ^ 

gtc acc ate acc tgc egg gea agt eag agt ate ate agg tat ttg aat 
val Thr He Thr Cys Arg Ala Ser Gin ber 
20 

- I" S I!y Lfs S III l" III II - "a 

S S lS ?fr I| ri P" sfr SI Se Ifr l!y sir Ify 
S i S S Phe S S ?hr III III fi S ofn Pr^ 



192 



240 



65 



ttc gca .=t t.c ta. tgt caa c.g agt tac .9t g| =c, «c act «t 

Phe Ala Thr Tyr Tyr Cys Gin Gin Ser xyr ^ ^ 
85 

aqc cqg ggg acc age ctg gac ate aaa 
ITy A?g llY Thr Ser Leu Asp He Lys 

100 ^ 



288 



315 



<210> 12 
<211> 105 
<212> PRT 

<213> Homo sapiens 



iTnel\>,r Gl„ ser Pre Ser Ser Leu Ser .la Ser He <31y Asp 
V.1 Thr lie Thr Cya Ser 31n Ser He He «g Tyr 

20 

Lvs pro Gly Lys Ala Pro Lys Leu Leu He Phe Ala 
Trp Tyr Gin His Lys fro vjj.y 

35 

. T.n rln Thr Gly Val Pro Ser Arg Phe Ser Gly Ser Gly 
Ala Ser Asn Leu Gin inr v^xy va 



50 

rr,!, Ti^ coT" Lcu Gin Pro Glu Asp 

ser Gly Thr Asp Phe Thr Leu Thr He Ser Asp Leu ^ 

65 



Phe 



;.la Thr Tyr Tyr Cys Gin Gin Ser Tyr Ser Arg Pro Phe Thr Phe 

85 



Gly Arg Gly Thr Ser Leu Asp He Lys 
100 



<210> 13 
<211> 375 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (375) 

<400> 13 etc qtq gtc cag cct ggg agg 48 

cag gtg aaa ctg etc gag tct ggg gga ggc g^g 9^^ 
Gin Val Lys Leu Leu Glu Ser Gly t^iy ^^y 
1 ^ 



III S S q sll It III S £ l!y III S III S Kn 
S -a i S =S £ S ry ify S 

35 



96 



144 



S 1| S Z S f Sn - fa! 

q i z III 'ii 3- s i - 1^ ^" 
s sr, jr„ s| s is s §K IS Ill - ^j'. 'c?= 
s s s s III SI sr. i - s i 

100 -'-^^ 

?r. i% m 51 s!? s ?s s s 



288 



336 



375 



115 120 



<210> 14 
<211> 125 
<212> PRT 

<213> Homo sapiens 



<400> 14 Val Val Gin Pro Gly Arg 

Gin Val Lys Leu Leu Glu ser u±y ^^y 



5 

^-1 c^iT- riv Phe Thr Leu Arg Asn Tyr 

ser Leu Arg Leu Ser Cys He Ala Ser Gly Phe Tn 

20 25 

Met His Trp Val Arg oln «a Pro Gly l-ys 31y .eu Glu Trp v,l 

35 

Ma Gly lie Trp Phe Asp Gly Ser Asn Lys Asn Tyr Ala Asp Ser Val 
50 

.ys Gly Arg Phe Thr 11= Ser Arg Asp Asn Ser Lys Asn Thr Leu Phe 
Z His H.t Asn ser Leu Arg Ala Glu Asp Thr Ala Thr Tyr Tyr cys 



65 

His Met Asn £ 

.la Arg Glu Arg Al^a He Arg Gly lie Ser Arg Tyr Asn Tyr Tyr Met 



100 



ASP val Trp Gly Lys Gly Thr Thr Val Thr Val Ser Ser 

115 -^^^ 



<210> 15 
<211> 315 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 



<222> (1) . . (315) 



<400> 15 

gtq atg acc cag tct cca tec tec 
Val Met Thr Gin Ser Pro Ser Ser 
1 5 

qtc acc ate act tgc egg gea agt 
Val Thr He Thr Cys Arg Ala Ser 
20 

tqq tat cag cag aaa cca ggg aaa 
Trp Tyr Gin Gin Lys Pro Gly Lys 
35 

gea tee agt ttg eaa agt ggg gtc 
Ala Ser Ser Leu Gin Ser Gly Val 
50 

tct ggg aca gat ttc act etc ace 
Ser Gly Thr Asp Phe Thr Leu Thr 
65 70 

ttt gcg act tat tat tgt eaa cag 
Phe Ala Thr Tyr Tyr Cys Gin Gin 
85 

ggc eaa ggg acc aag gtg gaa ate 
Gly Gin Gly Thr Lys Val Glu He 
100 



ctg tct gea tct gta 
Leu Ser Ala Ser Val 
10 

cag age att cga age 
Gin ser He Arg Ser 
25 



gee ect aaa gtc ctg 
Ala Pro Lys Val Leu 
45 



gga gae aga 
Gly Asp Arg 
15 

tct tta aat 
Ser Leu Asn 
30 

ate tat get 
He Tyr Ala 



cca tee agg ttc agt 
Pro Ser Arg Phe Ser 
60 

ate age agt ctg cag 
He Ser Ser Leu Gin 
75 

agt tec agt tec teg 
Ser Ser Ser Ser Ser 
90 

aaa 
Lys 
105 



48 



96 



144 



ggc aga gga 192 
Gly Arg Gly 



cet gaa gat 240 
Pro Glu Asp 
80 

tgg aeg ttc 288 
Trp Thr Phe 
95 

315 



<210> 16 
<211> 105 
<212> PRT 

<213> Homo sapiens 



;tr«e"Thr =1„ ser Pro Ser ser Le. Ser Al. Ser v.l oly Aep Arg 

1 5 " 

V,l Thr ne Thr Cys Arg Al. Ser Gin ser He Arg Ser Ser Leu A,„ 



Trp Tyr Gin Gin Lys Pro Gly Lys Al. Pro Lye v.l Leu He Tyr Ala 
Ala ser ser Leu Gin S.r Gly Val Pro ser Arg Phe Ser Gly Arg Gly 
ser Gly Thr Asp Ph. Thr Leu Thr lie ser Ser Leu Gin Pro Glu Asp 
pII Ala Thr Tyr Tyr Cys Gin Gin Ser Ser Ser ser Ser Trp Thr Phe 

85 

Gly Gin Gly Thr Lys Val Glu He Lys 
100 



<210> 17 

<211> 378 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (378) 



^^Q^^' ^"^ rto^ aaa aqc qtq qtc cag cct ggg aag 48 

cag gtg aaa ctg etc gag tea gga gga gge gtg g^^ 

Gin Val Lys Leu Leu Glu Ser Gly Gxy ^ly 
1 5 10 

-I s s s s s if? Ill s - 1;^ sf. 

1^ s s?^ Z sf„ - "! 1!^ s IS 

s '.^^ s £ IS i s IS s 
j| i s .r. f.e s s i s - i 
^„ s s s s III s i 

s s- ^ si fa! s i| £ i - - 

s 1% si III s s s III sj £ 

115 -^^^ 



<210> 18 
<211> 126 
<212> PRT 

<213> Homo sapiens 



240 



288 



336 



378 



<400> 18 val val Gin Pro Gly Lys 

Gin Val Lys Leu Leu Glu Ser ^ly ^^^y y 3_5 
1 5 " 

ai;^ <^f-'r Glv Phe Ser Phe Asn Ser His 
ser Leu Arg Leu Ser Cys Ala Ala Ser Giy Fne 

20 

Gly Met Hi. Trp v.l Arg Oln Al. Pro Oly .ys oly I.u olu xrp v.l 

35 

Ala Phe lie Trp Phe Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val 



55 



50 

Lys Gly Arg Phe Thr lie Thr Arg Asp Asn Ser Lys Asn Thr Leu lyr 



60 



65 70 



I.eu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 



85 



Ala Arg Glu Thr Ser Val Arg Leu Gly Tyr Ser Arg Tyr Asn Tyr Tyr 



100 



105 



Met ASP val Trp Gly Lys Gly Thr Thr Val Thr He Ser Ser 



115 



120 



<210> 19 

<211> 318 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (318) 

<400> 19 ta gga gac aga 48 

III pre III III .2 ser Ila Se. V.l Oly Arg 
1 5 10 

f,i III s cr= 21 s III s| III ni III h| s III - 

^J'r X X - I" i!? S «^ "1 q S £ 

S S £ '.eS S" m III S SI '.SI s£ IS £ m 

50 55 60 

tct ggg aca gat ttc act etc acc ate age agt ctg caa cct gaa gat 

ser lly Thr Isp Phe Thr Leu Thr He Ser Ser Leu Gin Pro Glu Asp 

7 0 

i S £ iv'r '41 g= - I?. Ill i S S o?^ ^1 S 



85 90 



ttc ggc caa ggg acc aag gtg gaa ate aaa 
Phe Gly Gin Gly Thr Lys Val Glu He Lys 
100 



<210> 20 
<211> 106 
<212> PRT 

<213> Homo sapiens 



240 



288 



318 



Gin Ser Pro Ser Ser Leu Ser Ma Ser Val Gly Asp Arg 
1 5 1° 

val Thr ne Thr Cys Arg Ala Ser Gin Ser He Arg Ser His Leu Asn 

20 2^ 
Trp Tyr Gin Gin Lys Pro Gly Ly. Ala Pro Lys Leu Leu He Tyr Ala 

Gin Gly Gly Val Pro Ser Arg Phe Ser Gly Ser Gly 
55 ^° 

ser Gly Thr Asp Phe Thr Leu Thr He Ser Ser Leu Gin Pro Glu Asp 

65 

^-1 m,. c^r- Tvr- Ara Ala Pro Gin Trp Thr 
Phe Ala Thr Tyr Tyr Cys Gin Gin Ser Tyr Arg Aia 



35 40 

Ala Ser Ser Leu -^^^ — ^ 
50 



85 90 

Phe Gly Gin Gly Thr Lys Val Glu lie Lys 
100 



<210> 21 

<211> 375 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (375) 



s ^ IS s m 1 - 1 - 

S S S tl S 'c?', tl S 'sS i!v P^e S TeS S| IS 

1!5 S 1% S m "1 SS 1% fa! 

35 

s III ?4 s i?i sS r.^ "I f ^ S f ! 

q i s s is 

s s s s s Sp sj s s ^vj' - i - 

85 9° 

S Z IS "! IS Te^ J?l S!? sS S i^'. fe^. 



48 



96 



144 



192 



240 



288 



336 



100 



105 



110 



s z i!5 51 m ^ ?r. s s 

115 ^20 



375 



<210> 22 
<211> 125 
<212> PRT 

<213> Homo sapiens 
<400> 22 

Gin Val Lys Leu Leu 



Glu Ser Gly Gly Gly Val Val Gin Pro Gly Gly 



10 



Ser Leu Arg Leu 
20 



ser Cys Val Ala Ser Gly Phe Thr Leu Arg Ser Tyr 
25 

Oly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 

Phe ASP Gly ser Asn Lys Gly Tyr Val Asp. Ser Val 



Ala Phe He Trp 
50 



Gly Arg Phe Thr lie Ser Arg Asp A,n Ser Lys Ash Met v.l Tyr 

Z 01„ „et Asn ser Le„ Arg Ala Asp Asp Thr Ala Val Tyr Tyr Cys 

85 

Ala Arg Olu Lys Ala Leu Arg Gly lie Ser Arg Tyr Asn Tyr Tyr Leu 



100 



Asp 



val Trp Gly Lys Gly Thr Thr Val Thr Val Ser Ser 



115 



120 



<210> 23 
<211> 333 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (333) 



<400> 23 
gtg gtg act 
Val Val Thr 
1 

acc ate tct 
Thr He Ser 



tac tgg tac 
Tyr Trp Tyr 
35 



^^r. hn;^ ana tct qqq acc ccc gga cag agg gtc 
S!I fro ITo fe'r S Ser Thr Pro Gly Gin Arg Val 

5 

III iy III IT. S III S Ify Kr -Ly! iyr fal 
i I'l feu III S?V S III III IT. q °^eu fie lyl 

40 



48 



96 



144 



aag aat 
Lys Asn 
50 

aag tct 
Lys Ser 
65 

gat gag 
Asp Glu 



eg =99 tea 999 9- tct 9ae eg. ttc tct 99= tec 

ASP Gin Arg Pro Ser Gly Val Ser Asp Arg 
55 



ccg gtg 
Pro Val 



ttc qgc gga ggg acc aag ctg acc gtc eta agt cag ccc 
Phe ily lly Gly Thr Lys Leu Thr Val Leu Ser Gin Pro 

100 



192 



240 



99C .cc tC9 9CC tec ct9 9cc ate agt 999 etc egg tec gag 

Gly Thr ser Ala Ser Leu Ala lie ber ^±y ^ 
70 

. ^ t-nt- ara cca tqq qat gcc aac ctg ggt ggc 288 

if. Sp ^t cfs III I" i| - %i 

85 



333 



<210> 24 
<211> 111 
<212> PRT 

<213> Homo sapiens 
<400> 24 

Val Val Thr Gin Pro 
1 5 

Thr He Ser Cys Ser 
20 

Tyr Trp Tyr Gin Lys 
35 

Lys Asn Asp Gin Arg 
50 

Lys Ser Gly Thr Ser 
65 

Asp Glu Ala Asp Tyr 
85 

Pro Val Phe Gly Gly 
100 



Pro Ser Ala 

Gly Ser Asn 

Leu Pro Gly 
40 

Pro Ser Gly 
55 

Ala Ser Leu 
70 

Tyr Cys Ala 
Gly Thr Lys 



Ser Gly Thr Pro Gly Gin Arg Val 
10 

Ser He Leu Gly Ser Lys Tyr Val 
25 30 

Thr Ala Pro Lys Leu Leu He Tyr 
45 

Val Ser Asp Arg Phe Ser Gly Ser 
60 

Ala He Ser Gly Leu Arg Ser Glu 
75 

Pro Trp Asp Ala Asn Leu Gly Gly 
90 95 

Leu Thr Val Leu Ser Gin Pro 
105 



<210> 25 

<211> 375 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (1) . . (375) 

cr^t^aaa ctg etc gag teg ggg gga 99c gtg gte cag CC9 999 999 " 

Gin Val Lys Leu Leu Glu Ser Gly Giy ^ry 
1 5 



r,^^ ana tct qqa ttc acc ctc aga agt tct 96 
tec ctg aga ctc tec tgt gaa gcg tct gg 
Ser Leu Arg Leu Ser Cys Glu Ala Ser biy 
20 



.t. C.C 3tc c,c ca, .ct =c. |.c ... tg| 

Gly Met His Trp Val Arg Gin Ala Fro y 
35 

If. s s i?i '.^^ 1 s£ -r. s s ij'. s sr. 
s^. i s pr. s s s ?s s r» s r.^ 

65 

etc caa atg cgc agt ctg agt gcc gac gac acg get gtg tat tac tgt 
Leu Gin Met Arg Ser Leu Ser Ala Asp Asp Thr Ai 

85 ^" 
gcg aga gac aag gcg gtt egg gga att age agg tac aac tat tac atg 
lla Arg Asp Lys Ala Val Arg Gly lie Ser Arg Ty _^y^ 
100 -^"^ 

r,^ If. 1% z - 1 - s ti III i 

115 



144 



192 



240 



288 



336 



375 



<210> 26 
<211> 125 
<212> PRT 

<213> Homo sapiens 



<400> 26 V I Val Gin Pro Gly Gly 

Gin Val Lys Leu Leu Glu Ser Gly Gly c^iy vax 

1 5 1° 

ser Leu Arg Leu Ser Cys Glu Ala Ser Gly Phe Thr Leu Arg Ser Ser 

Oly Met His T^rp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 

Ma Leu lil Trp Phe Asp Gly Ser He Arg Ser Tyr Ala Glu Ser Val 

Lys Gly Arg Phe Thr lie Ser Arg Asp Thr Ser Lys Asn Thr Leu Tyr 

Z Gin Met Arg Ser Leu Ser Ala Asp Asp Thr Ala Val Tyr Tyr Cys 

.la Arg Asp Lys Ala Val Arg Gly He Ser Arg Tyr Asn Tyr Tyr Met 

100 

r.^ T.rc r^^7 Thr Thr Val Thr Val Ser Ser 
Asp Val Trp Gly Lys Gly Thr inr 



115 



<210> 27 

<211> 312 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (312) 

<400> 27 ^^t- -,4--, aac aqa 48 



if ^£ SI ill - sr. i« s s s s IS r.p s 
?sS ?s s 'c^i J?i s IK SI s s 

20 25 
- til S If? S "f S ^2 f.e 

ll! =K IS if. r.e III SI 'f. IS §!v IK 1% 

50 55 60 

tct ggg aca gat ttc act etc acc ate aat agt eta caa cct gaa gat 
Ser Si? Thr Lp Phe Thr Leu Thr lie Asn Ser Leu Gin Pro Glu Asp 

65 70 
ttt gca act tac tac tgt caa cag agt tac act acc cct teg ttc ggc 

Phe Ala Thr Tyr Tyr Cys Gin Gin Ser iyr inr 



85 90 



caa ggg acc aag gtg gaa ate aaa 
Gin Gly Thr Lys Val Glu He Lys 
100 



<210> 28 
<211> 104 
<212> PRT 

<213> Homo sapiens 



96 



144 



192 



240 



288 



312 



vTnel^^r Gin Ser Pro Ser Ser Leu Ser Ala Ser Val Gly Asp Arg 
1 5 10 

val Thr lie Thr Cys Arg Thr Ser Gin Thr lie Ser Arg Asn Leu Asn 

20 25 

Trp Tyr Gin Gin Lys Pro Gly Lys Ala Pro Lys Leu Leu He Tyr Ala 

35 ^0 
Thr ser Ser Leu Gin Ser Gly Val Pro Ser Arg Phe Ser Gly Ser Gly 

50 

ser Gly Thr Asp Phe Thr Leu Thr He Asn Ser Leu Gin Pro Glu Asp 



65 



70 



75 



80 



n^r^ Qtr^r Tvr Thr Thr Pro Ser Phe Gly 
Phe Ala Thr Tyr Tyr Cys Gin Gin Ser Tyr inr 



85 90 



Gin Gly Thr Lys Val Glu He Lys 
100 



<210> 29 

<211> 375 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . • (375) 



i rJ ^ Ill I!? 1% z s ti SI r/o If? 
s s 1% III III '^i ti s £ m lii - - 1 £ - 

20 

?S «e! fa? Z £ 5! 15 S IS S tt 

III III s III zi IS s j:^ IS ^i'. - 



50 



15 III ill III III z ri s 51 t^i »s sr. 

70 

S IS r,^ S JS S IS S S Ifa c?i 



192 



240 



288 



90 

336 



I?, s 51 s s gi S JS 5^ '^i r/u 

100 

IS tl tS I!? 51 If. Ill S S ?r III i 

115 ^2*^ 



<210> 30 
<211> 125 
<212> PRT 

<213> Homo sapiens 

Gir^af^ys Leu Leu Glu Ser Gly Gly Gly Leu Val Gin Pro Gly Gly 



375 



10 



15 



Ser Leu Arg Leu Ser Cys Val Ala Ser Gly Phe Thr Phe Arg Ser Tyr 

20 25 
Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 

Ala Phe lie Trp Phe Asp Gly Ser Asn Lys Gly Tyr Val Asp Ser Val 



50 



55 



Gly Arg Phe Thr He Ser Arg Asp Asn Ser Lys Asn Met Leu Tyr 

70 



Lys 

Z Gin Met Aan Ser Leu «g .1. Glu .sp Thr Al. Val Tyr Tyr Cy. 

85 

;.la Arg Glu Ly. Al. Leu Arg Oly lie Ser Arg Tyr Ae„ Tyr Tyr Leu 



100 



Asp 



val Trp Gly Lys Gly Ala Thr Val Thr Val Ser Ser 



115 



120 



<210> 31 

<211> 318 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (318) 



<400> 31 
gtg atg acc 
Val Met Thr 
1 

gtc acc ate 
Val Thr He 



cag tot 
Gin Ser 
5 



cca tec 
Pro Ser 



tgg tat cag 
Trp Tyr Gin 
35 

gcg tec act 
Ala Ser Thr 
50 

tct ggg aca 
Ser Gly Thr 
65 

ttt gga act 
Phe Gly Thr 



act tgc 
Thr Cys 
20 

cag aaa 
Gin Lys 



egg gca 
Arg Ala 



cca ggg 
Pro Gly 



ttg caa 
Leu Gin 



gat ttc 
Asp Phe 



agt ggg 
Ser Gly 
55 

acc etc 
Thr Leu 
70 



tec ctg tct gca tct ata 
Ser Leu Ser Ala Ser He 
10 

agt cag age gtt acc agg 
Ser Gin Ser Val Thr Arg 
25 

aaa gee cet agg 
Lys Ala Pro Arg 
40 

gtc cca tea agg 
Val Pro Ser Arg 



acc ate age agt 
Thr He Ser Ser 
75 



etc eta 
Leu Leu 
45 

ttc agt 
Phe Ser 
60 

etg caa 
Leu Gin 



ggc gac aga 
Gly Asp Arg 
15 

tct tta aat 
Ser Leu Asn 
30 

ate ttt get 
He Phe Ala 



tac tac 
Tyr Tyr 
85 



tgt caa 
Cys Gin 



cag aat tac agg acc cet 
Gin Asn Tyr Arg Thr Pro 
90 



cet gag gat 
Pro Glu Asp 
80 

cag tgg aeg 
Gin Trp Thr 
95 



ttc ggc caa ggg ace aag gta gaa ate aaa 



48 



96 



144 



ggc agt gga 192 
Gly Ser Gly 



240 



288 



318 



Phe Gly Gin Gly Thr Lys Val Glu lie Lys 
100 



<210> 32 
<211> 106 
<212> PRT 

<213> Homo sapiens 



;:r;et Thr cm Ser Pro Ser Ser Leu Ser Ma Ser He Gly Asp Arg 

1 5 10 

val Thr lie Thr Cys Arg Ala Ser Gin Ser Val Thr Arg Ser Leu Asn 

20 25 
Trp Tyr Gin Gin Lys Pro Gly Lys Ala Pro Arg Leu Leu He Phe Ala 
35 

Ala ser Thr Leu Gin Ser Gly Val Pro Ser Arg Phe Ser Gly Ser Gly 

50 

ser Gly Thr Asp Phe Thr Leu Thr He Ser Ser Leu Gin Pro Glu Asp 

65 

^ n.rc. nn rln Asn Tyr Arg Thr Pro Gin Trp Thr 
Phe Gly Thr Tyr Tyr Cys Gin Gin Asn ^ ^ 95 



Phe Gly Gin Gly Thr Lys Val Glu lie Lys 
100 



<210> 33 
<211> 378 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (1) . . (378) 

<400> 33 

cag gtg aaa ctg etc 
Gin Val Lys Leu Leu 
1 5 



tec ctg aga 
Ser Leu Arg 



ggc atg cac 
Gly Met His 
35 

get ttt ata 
Ala Phe He 
50 

aag ggc cga 



etc tec 
Leu Ser 
20 

tgg gtc 
Trp Val 



gag tct 
Glu Ser 



tgt gta 
Cys Val 



cgc cag 
Arg Gin 



ggg gga 
Gly Gly 



tgg ttt 
Trp Phe 



gat gga 
Asp Gly 
55 



gcg tct 
Ala Ser 
25 

get eca 
Ala Pro 
40 

agt aat 
Ser Asn 



ggc gtg 
Gly Val 
10 

gga ttc 
Gly Phe 



ggc aag 
Gly Lys 



gtc cag ccg ggg ggg 4 8 
Val Gin Pro Gly Gly 
15 

ace etc agg agt tat 96 
Thr Leu Arg Ser Tyr 
30 

gag tgg gtg 144 
Glu Trp Val 



aaa gga 
Lys Gly 



ggc Ctg 
Gly Leu 
45 

tat gta 
Tyr Val 
60 



gac tec gtg 192 
Asp Ser Val 



ttc acc ate tec cga gac aat tec aag aac atg gtc tat 240 



Lys Gly 
65 

ctg caa 
Leu Gin 



tgt gcg 
Cys Ala 



ctg gac 
Leu Asp 



Arg Phe Thr He Ser Arg Asp Asn Ser Lys Asn Met Val lYj 

70 

at. .ac asc c.g .3. |cc gat g= ac, .ct .t. tat tat tat 

Met Asn Ser Leu Arg Aia Asp ^^y 
85 

aga gag aag gcg ctt egg gga ate age aga tae aae tat tae 
Arg Glu Lys Ala Leu Arg Gly He ber a y 
100 

fA ^% Z SI If. - S? S fa^ S S 

115 



288 



336 



378 



<210> 34 
<211> 126 
<212> PRT 

<213> Homo sapiens 



<400> 34 c V- riw Olv GlV val Val Gin Pro Gly Gly 

Gin val Lys Leu Leu Glu Ser Gly Gly Gly 

1 ^ 

se. L.„ s« cys val Ma ser oly Ph. ™. Leu .r, se. Tyr 

„et His Z val ..9 Is 
P.e 111 Phe ..P Oly ser Lys 31y Tyr Val .sp Ser Val 
01° Axg Phe Thr U. Ser «g »=P Asn Ser Lys Asn «et Val Tyr 
Oln Met Asn Ser L^ Ar. Ala Asp Asp Thr Ala Val Tyr Tyr Tyr 
cys Ala Ar. Glu Ly! Al. Leu Ar. oly He ser Ar, Tyr Asn Tyr Tyr 

100 

Gly Lys Gly Thr Thr Val Thr Val Ser Ser 



Ala 



Lys 
65 



Leu Asp val Trp 
115 



120 



<210> 35 
<211> 333 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> {1)..(333) 

<400> 35 ^ atq tec cca gga ggg aca gtc 

gtg gtg act cag gag ccc tea ct9 act gtg 
Val Val Thr Gin Glu Pro ber 



48 



10 



It s s s £ s m I" - 1 - - 

cc, ,.c t., I c„ c.. cct c.a ,ca c=e .=a «t »4 

Pro Asn Trp Phe Gin Gin Lys ^ ^ 45 

- £ ^ 5s i" Kt: £ s r4 s SI '.r. s 
s =1= r.^ 1% Sv s s '^i s s £ ?5 o!? r.^ 

65 ''^ 

H=.h rar tac ctq ctc tac tat ggt ggt get caa 
ru ifa "y^ c?=3 ..u -V Cl. Ma 01„ 

85 

S fa? Ill m fi III - - i - - - f J "° 

100 -^^^ 



240 



288 



333 



<210> 36 
<211> 111 
<212> PRT 

<213> Homo sapiens 



jirjafTh. =ln Glu pre 3e. T.r v.l Se. Pro Oly 31y ™r V.l 



... Thr cys .la Ser Ser xHr =ly Ma val Thr .ly Tyr Tyr 
P.. .s„ Trp Z 01„ Gin .ys Pro Oly .In Ma Pro «g M. II. 
ser Thr ..n .ys .y. His Ser Trp Thr Pro Ma Phe Ser Oly 

50 



ser .eu .eu Oly Oly .y. M. Ma Leu Thr .eu ser oly val 01„ Pro 
Z .sp Olu Ma Olu Cr Tyr cys .eu .eu Tyr Tyr oly oly Ma Oln 

8 5 

.eu val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Arg Gin Pro 



100 



<210> 37 

<211> 375 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> CD . . (375) 



i h iTs s III &i s m m i!v V. ti oS III m is 
s IS sr. i" s if- s ill 111 IS sS s 



1% sr= ^v^i z s r.^ §!v "v? IS IS ?s 
III c 15 rj i^t i" m ti 
i IS III ill i'l m IS III s ".^ - - - i 

70 



65 



etc caa atg cgc agt ctg agt gcc gac gac acg get gtg tat tac tgt 
Leu Gin Met Arg Ser Leu Ser Ala Asp Asp Thr Ala Val xyr lyr y 
85 50 

s IS IS 51 III SI ir. s i?i ^" III 'ii ^11 

100 

aac qtc tqg ggc aaa ggg acc acg gtc acc gtc tec tea 
Tsl tl oly Lys Sly Thr Thr Val Thr Val Ser Ser 



115 



<210> 38 

<211> 125 

<212> PRT 

<213> Homo sapiens 



96 



144 



192 



240 



288 



336 



375 



llnvA\ys Leu Leu Glu Ser Gly Gly Gly Val Val Gin Pro Gly Gly 
1 5 10 

ser Leu Arg Leu Ser Cys Glu Ala Ser Gly Phe Thr Leu Arg Ser Ser 

20 25 

Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 

35 40 
Ala Leu lie Trp Phe Asp Gly Ser He Arg Ser Tyr Ala Glu Ser Val 
50 55 60 

Lys Gly Arg Phe Thr He Ser Arg Asp Thr Ser Lys Asn Thr Leu Tyr 

70 



Leu Gin Met Arg Ser Leu Ser Ala Asp Asp Thr Ala Val Tyr Tyr Cys 

85 

«3 ASP .y. Ala V.1 A« 31y Ue ser Arg Tyr A,„ Tyr Tyr Met 



100 



Asp 



val Trp Gly Lys Gly Thr Thr Val Thr Val Ser Ser 





115 




<210> 






<211> 


315 




<212> 


DNA 


sapiens 


<213> 


Homo 


<220> 






<221> 


CDS 




<222> 


(1) . 


(315) 


<400> 


39 





120 



r-n^ tec tec ctq tct qca tct ata cga gac aga 48 

tl III Sr III ITr ITo III III l^l ser lie Ser Xle Ar. A,p Arg 
1 5 " 

S III III g= ?r| S sfr o| aS S I?y S ^'r ^'e^ '^l 

- S SI S 1!^ Sr S Pr^ J" S q III IT. Ill ^" 

III S S S" III S A?l ^^e £ l!y Kr III 

50 

tct ggg aca gat ttc act etc acc ate age agt ctg caa cct gaa gat 240 
Ser Gly Thr Asp Phe Thr Leu Thr He Ser Ser Leu cxn 

65 '^^ 

ttt 3=a .ct t.c tac tgt ca. c,g agt tac agt ccc ccg ta= act ttc 288 

■ Phe Ala Thr Tyr Tyr Cys Gin Gin Ser Tyr Ser Pro f y 

85 



gqc cag ggg acc aac ctg cag ate aaa 
Gly Gin Gly Thr Asn Leu Gin He Lys 
100 '^^^ 



315 



<210> 40 
<211> 105 
<212> PRT 

<213> Homo sapiens 

Jar^rThr Gin Ser Pro Ser Ser Leu Ser Ala Ser He Arg Asp Arg 
val Thr lie Thr Cys Arg Ala Ser Gin Asn He Gly Ser Tyr Leu Asn 



20 



25 



30 



Trp Tyr Gin His Lys Pro Gly Thr Ala Pro Lys Leu Leu He Tyr Ala 

35 

Val Ser Ala Leu Gin Ser Gly Val Pro Ser Arg Phe Ser Gly Ser Arg 

50 55 
ser Gly Thr Asp Phe Thr Leu Thr He Ser Ser Leu Gin Pro Glu Asp 

65 

Phe Ala Thr Tyr Tyr Cys Gin Gin Ser Tyr Ser Pro Pro Tyr Thr Phe 

85 

Gly Gin Gly Thr Asn Leu Gin He Lys 
100 



<210> 41 
<211> 375 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (375) 

fis ^ s if? ^1 f^i 1 - " 
1% tt ?" s s 15 Ill J| ^'n '.r. 

20 25 

at, =.c ts. gtc c,. get cca ,a. ct. ^S. 3^3 

Gly Met His Trp Val Arg Gin Aia fro yj±Y y as 
35 40 

get ttt att tgg ttt gat gca agt aat aaa gga tat gga gac tec gtt 192 
Ala Phe He Trp Phe Asp Ala Ser Asn Lys Gly Tyr i.iy ^ P 
50 55 



•| 1% S 111 S III Kp i S 

s ir„ i!v s s IK isj ?s i!^ r.? i S= 

85 

s s IS s s m ni s "n SI 

100 

S= l!v 1?^ - S ill tl sll S 

115 



240 



288 



336 



375 



<210> 42 
<211> 125 
<212> PRT 

<213> Homo sapiens 



g'ih Val Lys Leu Leu Glu Ser Gly Gly Gly Val Val Gin Pro Gly Gly 

1 5 10 

val Ala Cys Val Ala Ser Gly Phe Thr Phe Arg Asn Phe 



Ser Leu Arg Val Ala uys vai i^xa ^ - 

20 25 

Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Ala Phe lie Trp Phe Asp Ala Ser Asn Lys Gly Tyr Gly Asp Ser Val 
50 55 60 

Lys Gly Arg Phe Thr Val Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 

Leu Gin Met Asn Gly Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 

85 

Ala Arg Glu Lys Ala Val Arg Gly He Ser Arg Tyr Asn Tyr Tyr Met 

100 

Asp val Trp Gly Lys Gly Thr Thr Val Thr Val Ser Ser 
115 120 



<210> 43 

<211> 315 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (315) 

<400> 43 oac aaa 48 



i b ill oS £ IS s s £ s ?s m IS 

1 5 10 

gtc acc ate act tgc egg gca agt cag age att ate aae aat tta aat 
Val Thr lie Thr Cys Arg Ala Ser Gin Ser iie ixe 
20 25 

i% o| iTs I" i?v III iio ii: i^i q Se If, 
III III k! s is f^t III III s S 1!5 III 15 



96 



144 



192 



ctr 60 
50 55 



Ill If? ti tx: s ti s s feS r.^ IK 1% 

65 70 75 

oca act tac tac tgt caa cag agt tac agt acc ctg tgg acg ttc 
Phe III Thr ^yr Cys Gin Gin Ser Tyr Ser Thr Leu Trp Thr Phe 



gqc caa ggg acc aag gtg gaa ate aaa 
Gly Gin Gly Thr Lys Val Glu He Lys 
100 



<210> 44 
<211> 105 
<212> PRT 

<213> Homo sapiens 
<400> 44 



va! Met Thr Gin Ser Pro Ser Ser Leu Ser Ala Ser Val Gly Asp Arg 



1 S 10 



val Thr lie Thr Cys Arg Ala Ser Gin Ser He lie Asn Asn Leu Asn 
20 25 

Trp Tyr Gin Gin Lys Pro Gly Lys Ala Pro Glu Leu Leu He Tyr Ala 
35 40 45 

Ala ser Ser Leu Gin Ser Gly Val Pro Ser Arg Phe Arg Gly Ser Gly 
50 55 60 

ser Gly Arg Asp Phe Thr Leu Thr Val Thr Ser Leu Gin Pro Glu Asp 
65 70 75 

Phe Ala Thr Tyr Tyr Cys Gin Gin Ser Tyr Ser Thr Leu Trp Thr Phe 

85 ^0 

Gly Gin Gly Thr Lys Val Glu He Lys 
100 



<210> 45 

<211> 375 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (375) 



240 



288 



315 



ir« s Ill m i?v ti s I!? m " 

1 5 10 

III S til III ?" Ill ^' - - ^^e S IS 



i!5 s s SI s r/o i!v "1 IK ti 

III Si S ?^ Se S 1?^ S 1!^ ^fj S 

50 

, ^i-r^ ^nn ate tec cqa qac aat tec aag aac acg etc tat 
t^s 1% Z Phe III Itr Lp .s„ s„ Lys Thr Leu Tyr 

V 0 

j2 1" Si? "I s IS IS Sp ?s r.' i s= 



85 90 



S S SI S fei 2^ Sy fji Si 2? i - 



100 



o;,r ate tqq qqc aaq ggg acc acg gtc acc gtc tec tea 
Sp fal rll fly Lys Ify Xhr Thr Val Thr Val Ser Ser 



144 



192 



240 



288 



336 



375 



115 120 



<210> 46 

<211> 125 

<212> PRT 

<213> Homo sapiens 



G'ln°;af Lys Leu Leu Glu Ser Gly Gly Gly Val Val Gin Pro Gly Gly 

1 5 10 

ser Leu Arg Leu Ser Cys Val Ala Ser Gly Phe Thr Phe Arg Ser ^r 

20 2^ 
Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 

35 40 
Ala Phe lie Trp Phe Asp Gly Ser Asn Lys Gly Tyr Val Asp Ser Val 

50 5^ 
Lys Gly Arg Phe Thr He Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 

V 0 

Gin Met Lys Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 

85 

Ala Arg Glu Lys Ala Leu Arg Gly lie Ser Arg Tyr Asn Tyr Tyr Leu 

100 

ASP val Trp Gly Lys Gly Thr Thr Val Thr Val Ser Ser 



115 120 



<210> 47 
<211> 315 
<212> DNA 



<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (315) 

<400> 47 _ _ ciaa aac aqa 48 



s= III '.re s« s s s s Sp s 

1 5 10 

=^r. ;,hr- act tac cqq qca aqt cag aac att agg agt ttt tta agt 
gtc acc ate act tgc egg g^^ y a ^^^^ g^^. 

Val Thr He Thr Cys Arg Ala Ser Gin Asn lie Arg o 

20 25 30 

tgg tat cag cag aaa cca ggg aca gcc cct aag etc ctg ate tat get 
Trl Tyr Gin Gin Lys Pro Gly Thr Ala Pro Lys Leu Leu lie Tyr Ala 
35 40 45 

gca tec agg ttg caa agt ggg gtc cca tea agg tte agt ggc agt ggg 
La ser Arg Leu Gin Ser Gly Val Pro Ser Arg Phe Ser Gly Ser Gly 

55 

1!? iil III '^l - 'II III S 111 S" III Kp 

III ill 'ii ir. z - oS Jr. IS it i% .r 



ggc caa ggg acc aag ctg gaa ate aaa 
Gly Gin Gly Thr Lys Leu Glu He Lys 
100 



<210> 48 
<211> 105 
<212> PRT 

<213> Homo sapiens 
<400> 48 

_ ^-1 _ rti^^ Dlno K*i-r liPU taei. ±\xa. ijcj. vi*^. - 

15 



96 



144 



192 



240 



288 



315 



^ir^et Thr Gin Ser Pro Phe Ser Leu Ser Ala Ser Val Gly Asp Arg 
1 5 10 

val Thr lie Thr Cys Arg Ala Ser Gin Asn He Arg Ser Phe Leu Ser 
20 25 

Trp Tyr Gin Gin Lys Pro Gly Thr Ala Pro Lys Leu Leu He Tyr Ala 

35 40 « 

Ala ser Arg Leu Gin Ser Gly Val Pro Ser Arg Phe Ser Gly Ser Gly 

50 

ser Gly Thr Asp Phe Thr Leu Thr He Ser Thr Leu Gin Pro Glu Asp 

65 70 75 

Phe Ala Thr Tyr Tyr Cys Gin Gin Ser Tyr Ser Ala Pro Trp Thr Phe 



85 90 



Gly Gin Gly Thr Lys Leu Glu He Lys 
100 



<210> 49 

<211> 375 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> (1) . 



(375) 



SI s feS IS III if. 15 III ?s tt s IS 

1 5 10 

S III S S tl III III - - S 1£ 

20 25 

l!J SI S?^ tl 1% oS S 1" IT. SI IS SI ?3 

.t. tgg ttt g.t gga agt aat a,a gga tat gta ga= tec gtg 



get ttt 
Ala Phe 
50 

aag ggc 
Lys Gly 
65 

ctg caa 
Leu Gin 



He Trp 



Phe ASP Gly Ser Asn Lys Gly Tyr Val Asp Ser Val 



55 



60 



cga ttc acc ate tec cga gac aat tec aag aac acg etc tat 
Arg Phe Thr He Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
70 



atg aag age ctg aga gee gag gae acg get gta tat tat tgt 
Met Lys Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 ^0 

S 2g §S S S 111 If. 1% III III S l^ '41 S 

100 

aac qtc tgg ggc aag ggg acc acg gtc acc gtc tec tea 
III vll T?p Gly Lys lly Thr Thr Val Thr Val Ser Ser 

115 120 



48 



96 



144 



192 



240 



288 



336 



375 



<210> 50 
<211> 125 
<212> PRT 

<213> Homo sapiens 



lTn%A\ys Leu Leu Glu Ser Gly Gly Gly Val Val Gin Pro Gly Gly 
1 5 10 

ser Leu Arg Leu Ser Cys Val Ala Ser Gly Phe Thr Ser Arg Ser Tyr 

20 25 



Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Ala Phe lie Trp Phe Asp Gly Ser Asn Lys Gly Tyr Val Asp Ser Val 
50 55 60 

Lys Gly Arg Phe Thr He Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 

65 ''O 
Leu Gin Met Lys Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 

85 

Ala Arg Glu Lys Ala Leu Arg Gly He Ser Arg Tyr Asn Tyr Tyr Leu 
100 105 110 

ASP val Trp Gly Lys Gly Thr Thr Val Thr Val Ser Ser 

120 



115 



<210> 51 

<211> 315 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (315) 



<400> 51 aga 48 

fa! Me? ?hr Gl'n Ser Pro Ter Ser Le^u Ser Ila Ser Val Gly Asp Arg 



1 5 



gtc acc ate act tgc egg gca agt cag age att age age tat tta aat 96 
?al Thr lie Thr Cys Arg Ala Ser Gin Ser He Ser Ser Tyr Leu Asn 
20 25 30 

tgg tat cag cag aaa cea ggg aaa gee ect aag etc etg ate tat get 144 
Sp Tyr Gin Gin Lys Pro Gly Lys Ala Pro Lys Leu Leu He Tyr Ala 
35 40 45 

III s I- III q ti III s 1% s 1% III m 
s i ill ill s III s s 'I III =r„ i- 
11^ ill ill 'r- z s= - '^i III ill s III t| 



ggc cct ggg acc aaa gtg gat ate aaa 
Gly Pro Gly Thr Lys Val Asp He Lys 
100 105 



240 



288 



315 



<210> 52 



<211> 105 
<212> PRT 

<213> Homo sapiens 

JarMet'xhr Gin Ser Pro Ser Ser Leu Ser Ala Ser Val Gly Asp Arg 
1 5 10 15 

val Thr lie Thr Cys Arg Ala Ser Gin Ser He Ser Ser Tyr Leu Asn 
20 25 30 

Trp Tyr Gin Gin Lys Pro Gly Lys Ala Pro Lys Leu Leu He Tyr Ala 
35 40 45 

Ala ser Ser Leu Gin Ser Gly Val Pro Ser Arg Phe Ser Gly Ser Gly 
50 55 60 

ser Gly Thr Asp Phe Thr Leu Thr lie Ser Ser Leu Gin Pro Glu Asp 
65 70 75 

Phe Ala Thr Tyr Tyr Cys Gin Gin Ser Tyr Ser Thr Arg Phe Thr Phe 
85 90 

Glv Pro Gly Thr Lys Val Asp He Lys 
100 105 



<210> 53 
<211> 384 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (384) 

cag°gtg'aaa ctg etc gag tct ggg gga ggc gtg gtc cag cat ggg agg 48 
G?n Va? Lys Leu Leu Glu Ser Gly Gly Gly Val Val Gin Pro Gly Arg 
1 5 10 



tec ctq aqa ctt tec tgt gca gcg tet gga ttt acc ttc agt age tat 
ser Leu A?g Leu Ser C?s Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr 

25 30 



aag ggc cga ttc acc ate tec aga gac aat tec aag aac acg gtg tat 
Lyl Sly Arg Phe Thr lie Ser Arg Asp Asn Ser Lys Asn Thr Val Tyr 



70 



eta caa atg aac age ctg aga gtc gag gae aeg get gtg tat tac tgt 
Leu Gin Met Asn Ser Leu Arg Val Glu Asp Thr Ala Val Tyr Tyr Cys 



96 



aac atq cae tag gtc cge cag get cea ggc aag ggg ctg gag tgg gtg 144 
lly nil His T?p ?al A?g Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

r,=,i- at-a taa ttt qat gga ggt aat aaa eat tat gca gac ttc gtg 192 
lla ASP lie T% Phe Asp lly lly Asn Lys His Tyr Ala Asp Phe Val 

55 60 



240 



288 



85 90 95 



gcg agg gat tac tat age gtt act aag aaa etc aga etc cac tae tac 
111 A?i ASP Tyr Tyr Ser Val Thr Lys Lys Leu Arg Leu Hxs Tyr Tyr 

105 



100 



t-ac tac atq qac gtc tgg ggc aaa ggg acc acg gtc ace gtc tec tea 
Tyr ryr Me? Asp ?al T?p lly Lys Gly Thr Thr Val Thr Val Ser Ser 



336 



384 



115 



120 



<210> 54 
<211> 128 
<212> PRT 

<213> Homo sapiens 



5ln°varLys Leu Leu Glu Ser Gly Gly Gly Val Val Gin Pro Gly Arg 

1 5 10 

ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Ser Tyr 
20 25 

Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Ala Asp He Trp Phe Asp Gly Gly Asn Lys His Tyr Ala Asp Phe Val 



55 60 



50 

Lys Gly Arg Phe Thr He Ser Arg Asp Asn Ser Lys Asn Thr Val Tyr 
65 70 75 

Leu Gin Met Asn Ser Leu Arg Val Glu Asp Thr Ala Val Tyr Tyr Cys 
85 50 

Ala Arg Asp Tyr Tyr Ser Val Thr Lys Lys Leu Arg Leu His Tyr Tyr 



100 



105 



Tyr Tyr Met Asp Val Trp Gly Lys Gly Thr Thr Val Thr Val Ser Ser 
^ 120 125 



115 



<210> 55 

<211> 315 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (315) 

<400> 55 

gtg atg acc cag tct cca tec tec 

Val Met Thr Gin Ser Pro Ser Ser 
1 5 



ctg tct gca tct gta gga gac aga 
Leu Ser Ala Ser Val Gly Asp Arg 
10 15 



96 



tgg tat cag caa aaa cca ggg aaa gcc cct aag etc ctg ate tat get 144 
Trp Tyr Gin Gin Lys Pro Gly Lys Ala Pro Lys Leu Leu He Tyr Ala 

40 45 



35 



gca tec aat tta caa agt ggg gtc cea tea agg ttc age ggc agt gga 
Ala Ser Asn Leu Gin Ser Gly Val Pro Ser Arg Phe Ser Gly Ser Gly 



50 



55 60 



tct qqc aca gat ttc act etc ace ate age age ctg cag ect gaa gat 
ser fly Th? Asp Phe Thr Leu Thr He Ser Ser Leu Gin Pro Glu Asp 

75 " 



65 



70 



192 



240 



288 



ttt gca act tat tac tgt eta caa gat aac aat ttc ccg tac act ttt 
P^e III Thr Tyr Tyr Cys Leu Gin Asp Asn Asn Phe Pro Tyr Thr Phe 
85 90 95 

315 

ggc cag ggg acc aag ctg gag ate aaa 
Glv Gin Gly Thr Lys Leu Glu He Lys 
100 105 



<210> 56 
<211> 105 
<212> PRT 

<213> Homo sapiens 

Jli°Met%hr Gin Ser Pro Ser Ser Leu Ser Ala Ser Val Gly Asp Arg 
1 5 10 

val Thr He Thr Cys Arg Ala Ser Gin Gly He Arg Asn Asp Leu Thr 
20 25 30 

Trp Tyr Gin Gin Lys Pro Gly Lys Ala Pro Lys Leu Leu He Tyr Ala 
35 40 45 

Ala Ser Asn Leu Gin Ser Gly Val Pro Ser Arg Phe Ser Gly Ser Gly 
50 55 60 

ser Gly Thr Asp Phe Thr Leu Thr He Ser Ser Leu Gin Pro Glu Asp 
65 70 75 

Phe Ala Thr Tyr Tyr Cys Leu Gin Asp Asn Asn Phe Pro Tyr Thr Phe 
85 90 

Gly Gin Gly Thr Lys Leu Glu He Lys 
100 105 



<210> 57 

<211> 375 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (375) 



ntl^atl'^^^a etc etc qaq tct ggg gga ggc gtg gtc cag ccg ggg ggg 48 
Gl? fa! tys Leu Leu l!u Ser I!y l?y Gly Val Val Gin Pro Gly Gly 
1 5 10 

tec ctg aga gtc gcc tgt gta gcg tct gga ttc acc ttc agg aat ttt 
ser ^eu A^g lal Ala Cys Val Ala Ser Gly Phe Thr Phe Arg Asn Phe 

aac atq cac tag gtc cgc cag get cca ggc aag ggg ctg gag tgg gtg 
fly ml Til T?p ?al A?g Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

act ttt att tgg ttt gat gca agt aat aaa gga tat gga gae tec gtt 
Ma Phe ne Trp Phe Asp Ila Ser Asn Lys Gly Tyr Gly Asp Ser Val 



50 



55 60 



aaa aac cqa ttc acc gtc tec aga gae aat tec aag aac acg etc tat 
III lly A?g Phe Thr ?al Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 

70 75 



65 



etg caa atg aac ggc ctg aga gee gaa gae acg get gta tat tat tgt 
Leu Gin Met Asn Gly Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 



85 90 95 



i!i iz i?s III m m III s£ ^r. i ^r. 

100 105 110 

aac Gtc tqq qqc aag ggg ace acg gtc acc gtc tee tea 
Isp T?p fly Lyl fy Thr Thr Val Thr Val Ser Ser 



115 



<210> 58 
<211> 125 
<212> PRT 

<213> Homo sapiens 



120 



G'ln°Jal'Lys Leu Leu Glu Ser Gly Gly Gly Val Val Gin Pro Gly Gly 

ser Leu Arg Val Ala Cys Val Ala Ser Gly Phe Thr Phe Arg Asn Phe 
20 25 30 

Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
^ 40 45 



96 



144 



192 



Ala Phe lie Trp Phe Asp Ala Ser Asn Lys Gly Tyr Gly Asp Ser Val 



50 B5 60 



Lys Gly Arg Phe Thr Val Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 



65 70 

Leu Gin Met Asn Gly Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Glu Lys Ala Val Arg Gly He Ser Arg Tyr Asn Tyr Tyr Met 



240 



288 



336 



375 



100 105 




<210> 59 
<211> 315 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (1) . . (315) 



ajq atq acc cag tct cca tec tec ctg tet gca tet gta gga gae aga 48 
?a! Me? ?hr G^n Ser Pro Ser Ser Leu Ser Ala Ser Val Gly Asp Arg 
1 5 10 

gtc ace ate act tgc egg gea agt cag age att ate aga tat tta aat 96 
val Thr lie Thr Cys Arg Ala Ser Gin Ser He He Arg Tyr Leu Asn 
20 25 30 

tgg tat eag eae aaa eea ggg aaa gee eet aag etc ctg ate cat act 
T?p Tyr Gin His Lys Pro Gly Lys Ala Pro Lys Leu Leu He His Thr 
^35 40 45 

gca tee agt ttg eaa agt ggg gtc ceg tea agg ttc agt gge agt gta 
Ala ser slr Leu Gin Ser Gly Val Pro Ser Arg Phe Ser Gly Ser Val 
50 55 60 

tet qqq aca gat ttc act etc ace ate age agt ctg eaa eet gaa gat 
ser Gly Thr Isp Phe Thr Leu Thr lie Ser Ser Leu Gin Pro Glu Asp 
65 70 75 

ttt gea act tac tac tgt eaa cag agt tac act ace ceg tac act ttt 
Phe Ala Thr Tyr Tyr Cys Gin Gin Ser Tyr Thr Thr Pro Tyr Thr Phe 
85 90 95 

ggc cag ggg ace aag ctg cag ate aaa 
Glv Gin Gly Thr Lys Leu Gin He Lys 
^ 100 105 



144 



192 



240 



288 



315 



<210> 60 
<211> 105 
<212> PRT 

<213> Homo sapiens 



<400> 60 

Val Met Thr Gin Ser Pro Ser Ser 
1 5 

val Thr He Thr Cys Arg Ala Ser 
20 

Trp Tyr Gin His Lys Pro Gly Lys 
35 40 



Leu Ser Ala Ser Val Gly Asp Arg 
10 15 

Gin Ser He He Arg Tyr Leu Asn 
25 30 

Ala Pro Lys Leu Leu He His Thr 
45 




Ala Ser Ser Leu Gin Ser Gly Val 
50 55 

Ser Gly Thr Asp Phe Thr Leu Thr 
65 70 

Phe Ala Thr Tyr Tyr Cys Gin Gin 
85 

Gly Gin Gly Thr Lys Leu Gin lie 
100 




Pro Ser Arg Phe Ser Gly Ser Val 
60 

lie Ser Ser Leu Gin Pro Glu Asp 
75 80 

Ser Tyr Thr Thr Pro Tyr Thr Phe 
90 95 

Lys 
105 



<210> 61 

<211> 375 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (375) 

<400> 61 

cag gtg aaa ctg etc gag tct ggg gga ggc gtg gtc cag ccg ggg ggg 4 8 
Gin Val Lys Leu Leu Glu Ser Gly Gly Gly Val Val Gin Pro Gly Gly 
15 10 15 



tec ctg aga gtc gcc tgt gta gcg tct gga ttc acc ttc agg aat ttt 
Ser Leu Arg Val Ala Cys Val Ala Ser Gly Phe Thr Phe Arg Asn Phe 
20 25 30 



get ttt att tgg ttt gat gca agt aat aaa gga tat gga gac tec gtt 
Ala Phe He Trp Phe Asp Ala Ser Asn Lys Gly Tyr Gly Asp Ser Val 
50 55 60 

aag ggc cga ttc acc gtc tec aga gac aat tec aag aac acg etc tat 
Lys Gly Arg Phe Thr Val Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

ctg caa atg aac ggc ctg aga gcc gaa gac acg get gta tat tat tgt 
Leu Gin Met Asn Gly Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 



96 



ggc atg cac tgg gtc cgc cag get eca ggc aag ggg ctg gag tgg gtg 144 
Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 



192 



240 



288 



gcg aga gag aag gcg gtt egg gga att agt aga tac aac tac tac atg 336 
Ala Arg Glu Lys Ala Val Arg Gly He Ser Arg Tyr Asn Tyr Tyr Met 
100 105 110 

gac gtc tgg ggc aag ggg acc acg gtc ace gtc tec tea 375 
Asp Val Trp Gly Lys Gly Thr Thr Val Thr Val Ser Ser 
115 120 125 



<210> 62 
<211> 125 
<212> PRT 



<213> Homo sapiens 
<400> 62 

Gin Val Lys Leu Leu Glu Ser Gly Gly Gly Val Val Gin Pro Gly Gly 
15 10 15 

Ser Leu Arg Val Ala Cys Val Ala Ser Gly Phe Thr Phe Arg Asn Phe 
20 25 30 

Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Ala Phe lie Trp Phe Asp Ala Ser Asn Lys Gly Tyr Gly Asp Ser Val 
50 55 60 

Lys Gly Arg Phe Thr Val Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

Leu Gin Met Asn Gly Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Glu Lys Ala Val Arg Gly lie Ser Arg Tyr Asn Tyr Tyr Met 
100 105 110 

Asp Val Trp Gly Lys Gly Thr Thr Val Thr Val Ser Ser 
115 120 125 



<210> 63 

<211> 315 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (315) 

<400> 63 

gtg atg acc cag tot cca tec ttc ctg tct gca tct gta gga gac aga 48 
Val Met Thr Gin Ser Pro Ser Phe Leu Ser Ala Ser Val Gly Asp Arg 
15 10 15 



gtc acc ate act tgc egg gca agt cag age att ate aga tat tta aat 96 
Val Thr lie Thr Cys Arg Ala Ser Gin Ser lie lie Arg Tyr Leu Asn 
20 25 30 

tgg tat cag cac aaa cca ggg aaa gee cet aag etc ctg ate cat get 144 
Trp Tyr Gin His Lys Pro Gly Lys Ala Pro Lys Leu Leu lie His Ala 
35 40 45 

gca tec agt ttg caa agt ggg gtc ccg tea agg ttc agt ggc agt gta 192 
Ala Ser Ser Leu Gin Ser Gly Val Pro Ser Arg Phe Ser Gly Ser Val 
50 55 60 

tct ggg aca gat ttc act etc acc ate age agt ctg caa cct gaa gat 240 
Ser Gly Thr Asp Phe Thr Leu Thr lie Ser Ser Leu Gin Pro Glu Asp 
65 70 75 80 



ttt gca act tac tac tgt caa cag agt tac act acc ccg tac act ttt 288 



Phe Ala Thr Tyr Tyr Cys Gin Gin Ser Tyr Thr Thr Pro Tyr Thr Phe 
85 90 95 

ggc cag ggg acc aag ctg cag ate aaa 315 
Gly Gin Gly Thr Lys Leu Gin He Lys 
100 105 



<210> 64 
<211> 105 
<212> PRT 

<213> Homo sapiens 
<400> 64 

Val Met Thr Gin Ser Pro Ser Phe Leu Ser Ala Ser Val Gly Asp Arg 
15 10 15 

Val Thr He Thr Cys Arg Ala Ser Gin Ser He He Arg Tyr Leu Asn 
20 25 30 

Trp Tyr Gin His Lys Pro Gly Lys Ala Pro Lys Leu Leu He His Ala 
35 40 45 

Ala Ser Ser Leu Gin Ser Gly Val Pro Ser Arg Phe Ser Gly Ser Val 
50 55 60 

Ser Gly Thr Asp Phe Thr Leu Thr He Ser Ser Leu Gin Pro Glu Asp 
65 70 75 80 

Phe Ala Thr Tyr Tyr Cys Gin Gin Ser Tyr Thr Thr Pro Tyr Thr Phe 
85 90 95 

Gly Gin Gly Thr Lys Leu Gin He Lys 
100 105 



<210> 


65 


<211> 


29 


<212> 


DNA 


<213> 


Homo 


<400> 


65 



sapiens 



cactcccagg tgcagctgct cgagtctgg 



<210> 66 

<211> 32 

<212> DNA 

<213> Homo sapiens 

<400> 66 

gtgctgtccc aggtcaactt actcgagtct gg 32 



<210> 67 

<211> 32 

<212> DNA 

<213> Homo sapiens 



<400> 67 



gtccaggtgg aggtgcagct gctcgagtct gg 32 

<210> 68 

<211> 32 

<212> DNA 

<213> Homo sapiens 

<400> 68 

gtcctgtccc aggtgcagct gctcgagtcg gg 32 

<210> 69 

<211> 32 

<212> DNA 

<213> Homo sapiens 

<400> 69 

gtctgtgccg aggtgcagct gctcgagtct gg 32 

<210> 70 

<211> 32 

<212> DNA 

<213> Homo sapiens 

<400> 70 

gtcctgtcac aggtacagct gctcgagtca gg 32 

<210> 71 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 71 

agcatcacta gtacaagatt tgggctc 27 

<210> 72 

<211> 35 

<212> DNA 

<213> Homo sapiens 

<400> 72 

gtgcgagatg tgagctcgtg atgacccagt ctcca 35 

<210> 73 

<211> 56 

<212> DNA 

<213> Homo sapiens 

<400> 73 

tccttctaga ttactaacac tctcccctgt tgaagctctt tgtgacgggc gaactc 56 



<210> 74 
<211> 36 
<212> DNA 




<213> Homo sapiens 
<400> 74 

ctgcacaggg tcctgggccg agctcgtggt gactca 

<210> 75 

<211> 34 

<212> DNA 

<213> Homo sapiens 

<400> 75 

gcattctaga ctattatgaa cattctgtag gggc 

<210> 76 

<211> 35 

<212> DNA 

<213> Homo sapiens 

<400> 76 

tacgcgttgt gacatcgtga tgacccagtc tccat 

<210> 77 

<211> 34 

<212> DNA 

<213> Homo sapiens 

<400> 77 

agtcgctcag ttcgtttgat ttcaagcttg gtcc 

<210> 78 

<211> 34 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 

<400> 78 

gggtcgacgcacaggtgaaactgctcgagtctgg 

<210> 79 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 

<400> 79 

gccgatgtgtaaggtgaccgtggtccccttg 



36 



34 



35 



34 



34 



